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Sequence Listing 

[0267] The instant application contains a "lengthy" Sequence Listing which 
has been submitted via four CD-R in lieu of a printed paper copy, and is hereby 
incorporated by reference in its entirety. Said CD-R, recorded on February 25, 2005, are 
labeled "CRF," "Copy 1," "Copy 2," and "Copy 3" respectively, and each contains only one 
identical 528 Kb file (89403 834. APP). 
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Tables 



Table 1. Identification Numbers 



FP ID 


SEO.ID.NO. (Nl, 


SEO.ID NO (VW 

UXj ViXUtl 1 vJi II J. f 


SEO.ID.NO. (ISO) 


Clone ID 


HG1014903 


SEO IDNO.:l 

™— * M » • x X— ^ • X ' v„j^ • • A 


SEO.ID NO -188 

M X*/ VJ » X X_J • X l VJ » • X Vj VJ 


SEO ID NO -375 

kJXJ \J« X XJ • ± ^ VJ « * J * J 


PLT00014330A02 contie a 

l * X vj VJ VJ x 1 m—* h_J vj A X Vj a \*J VJ A A V A f _ . %X 


HG 101 4904 


SEO ID N0.:2 


SEO ID NO 189 

LfXJ VJ • X XJ • X » VJ » • X VJ _> 




PLT00014330A02.contie b 

A ■ ' X VJ VJ V X | aj aJ \j A X V Xrf * V VJ A A V X £— _ • |_/ 


HG 1014905 

a * vj a \j X- ■ J v «j 


SEO ID NO.:3 

kJ J. J VJ • X U • A * VJ • • aJ 


SEO ID NO -190 

kJ J_J V/ ■ X 1-J • 1 X VJ ■ • X +s VJ 


SEO ID NO -376 

kJXj VJ ♦ X Xj » 1 VJ * » J / \J 


CLN00736344 

WXWl ^ V VJ" # «J VJ aJ 1 1 


HG1014906 

A X J X VJ X ■ J V vJ 


SEO ID NO.:4 

k^J 1 J VJ « X ' • -I > VJ • » 1 


SEO ID NO -191 




CLN00736344 

wXVl ^ Vj V # J VJ 1 1 


HG1014907 


SEO ID NO 5 

kiXVV • X J J • X ^ VJ • * «J 


SEO ID NO -192 

UJj\J • XX-J * 1 t Vj * • X _J xw 


SEO ID NO -377 

kJ XJ Vj • X Xj • 1 ^ VJ • • J / f 


PLT00014330A17 contie a 

x xj x v v/ x i bj — * vi xx f • vv/iitl k*. 


HG1014908 


SEO ID NO '6 

L^J J. — V^ • X X_J • 1 ~ VJ • * VJ 


SEO ID NO -193 

UJuy • XX-j • 1 > Vj * • X *J 


SEO ID NO -378 

U XJ Vj • X 1/ • X ^ Vj • • J / vJ 


PLT00014330A20 contie a 

■X xj x vj vj \j x r j ^/ v/a ax* \j • Vj vj n 1 1 ti m CL 


HG1014909 

X X X > A Vy^ X f J VJ J 


SEO ID NO.:7 

l*J X-J VJ • X X-J • 1 ' VJ ♦ • / 


SEO ID NO 194 

VJ X—/ V^ • XX-J . 1 H VJ* « X /T 


SEO ID NO -379 

kJXJV^« x AJ • X T VJ • • J / J 


PLT00014330B02 contie a 

X XJ X V W X Fa^aV VXJ V/aW> vv/AiLl^.u 


HG1014910 

X X V-J A VJ X 1 J A 


SEO ID NO. 8 

kJJJV/ « IJJi 1 ' VJ • • Vj 


SEO ID NO 195 

UXJ V/ » X U • i > vj • » X -J" «J 




PLT00014330B02 contip h 

X XJ X Vj VJ V/ X I J J UJJ V/ xw « VJ VJ A 1 LI ti» LJ 


HG1014911 


SEO ID NO -9 

ux. » v^ • x jl> . x ^ vj • • j 


SEO ID NO 196 

UXJ^.JlJJ.l i \ J. • 1 J\J 


SEO ID NO -380 


PLT00014330B04 contip a 


HG1014912 

X X V_J 1 V/ X I J X AW 


SEO ID NO 10 

IwJX-J VJ » X X-J • 1. ■ VJ « • X v 


SEO ID NO 197 

UXj\[*1Jj»1 1 v/m 1 «j / 




PLT00014330B04 contie b 

X Xj a V/vv a ■ j aj VJJ U it vv/1 1 LI ei* U 


HG1014913 

X X VJ X \J X »^ j X j 


SEO ID NO 11 

UXjv/ • X X_J • X ^1 Vj • • X 1 


SEO ID NO -198 

UXwVJi lU • x X VJ » « X j vJ 


SEO ID NO -381 

kJ Xj Vx£ • X Xj • I y VJ * » j KJ 1 


PLT00014330B05 contii? a 

X Xj X vj V/ v/ X Tj j* \jX_J UJ » Vj vj 1 1 LI tl ♦ Cl 


HG1014914 

X X VJ X V X i J X » 


SEO ID NO 12 

L/XVV7 « X X-J » 1 ~ VJ * • X A* 


SEO ID NO -199 

kJ Xw vj • XX-J 7 • x ~ Vj » + X *s j* 


SEO ID NO -382 

kJ xj vy * x J-J • x * VJ • • «j ux* 


PLT00014330B1 1 contie a 

x xj x vj vj vy x r«J j \j xj x x • vv/i x H ti • cX 


HG1014915 


SEO ID NO -13 

kJ X_^ VJ • XX-J » X " VJ «• u 


SEO ID NO -200 

kJ X.J VJ * AX/ » x ^ Vj » ♦ Xw V/ \J 


SEO ID NO -383 

kJXJ vj • x xj •xi vj • • j \j»j 


PLT00014330B13 contie a 

X XJ X V VJ W X * aJ J WAJ X «J • \V VJ -i 1 LI L^a CX 


HG1014916 

x x vj i v 1 r ^ x v 


SEO ID NO 14 


SEO ID NO -201 

UxjV«/« X X_J • 1 ^ VJ * «»Wv/ X 




PLT00014330B13 contie b 

X Xj X VJ VJ V/ X Ta*J aJ VU X J « Vj VJ1 X LI U 


HG1014917 


SEO ID NO 15 

UIh/V • X X~J ill VJ • • X «J 


SEO ID NO -202 

kJ XV\/ « X X-J • X VJ * • «w V_- X— * 


SEO ID NO -384 

kJXj vj • x xj • x Vj • • j vj r 


CLN00736494 

VjXJX ^1 VJ Vx f J Vj I J 


HG1014918 

X X VJ X \J X *S X vj 


SEO.ID NO.* 16 

fc™J X-J V/ • X X-J • X i VJ • ■ X \J 


SEO ID NO -203 

kJ J-J VJ • X X-J ■ x ^ VJ > • j— ' Vj 




PLT00014330B18 contie b 

x xj x vj vj vj x r«_j j vj u x v « vj vji x l j cL* LJ 


HG1014919 

X X VJ 1U1 ~ J A J 


SEO ID NO 17 

k— /X-J VJ • X J— J ♦ J. ^ VJ » • X / 


SEO ID NO -204 

kJ J-J VJ - X Xj ♦ 1 y Vj • • XiWT 


SEO ID NO -385 

kJ JJ VJ_» X XJ « i ^ VJ * * J Vj J 


PLT00014330C06 contie a 

X X—# X WW X r J Uvuu • J 1 H fl^.d 


HG1 014920 

X X VJ Jul T J «v 


SEO ID NO.- 18 

L— - X— ' V « X JJ * i 1 VJ • • X w 


SEO ID NO -205 

kJ X>J V/ • X X-J « X ^ VJ * • X- VJ w* 




PLT00014330C06 contie b 

x xj x vj vj vy x r^<j w w Vv» vv/JiLi ciaLf 


HG1014921 

X X VJ X V/ J ^ -XV 1 


SEO ID NO 19 

ux^v^ * X XJ * X i VJ • • X «J 


SEO ID NO -206 

kJ X-J VJ * XX-J » 1 " VJ * * XW \J \-r 


SEO ID NO -386 

kJXJ v • X XJ a X ~ Vj « ♦ J vJ VX 


PLT00014330C12 contie a 

x xj x vj vj \j x r«kj j vj vj x aw • \jvjx i li ti ■ ex 


HG 101 4922 

X X VJ 1 Vj X »^ J X-WA^-» 


SEO.ID NO.-20 


SEO ID NO -207 

kJ XJ VJ » X iJ • X ~ VJ • • x« v / 


SEO.ID NO.:387 

•J XJ VJ * X JJ » X 1 VJ • « aj VJ / 


PLT00014330C14 contie a 

X XJ X VJ vJ \J X Ta»J j VJ Vj X » VjvJ 4 1 LI £^ • CX 


HG1 014923 

X X VJ J. \_/ I ^\ *S a--*»j 


SEO.ID NO.-21 

L-J X—/ ♦ X X-J • X » VJ » » X 


SEO ID NO :208 

kJ XJ V^ > X J-J • X « VJ • • Xmc VJ "J 


SEO.ID NO -388 

U 1 / VJ * X J • A 1 VJ » • J VJ VJ 


PLT00014330C18 contie a 

x xj x vj vj v>* x r*j j vj vj x vj • vv/i x Lf e»*L4 


HG 10 14924 

X X VJ X \J X §^ J Xw i 


SEO ID NO.:22 

i^j j / * x x>j^ • x ~ v^ * • 


SEO.ID NO.-209 

kJ XJ V^ • X XJ' • X » VJ * • XW \ J 




PLT00014330C18 contie b 

x xj x vJ vj vj i r j j \J Vj X U* vv/ll vi . U 


HG1014925 

X X VJ X V/ X * J -« J 


SEO.ID NO.:23 

V — ' ' Vf » XX-J * A ^ >— ^ * * X^ kJ 


SEO.ID NO.:210 

U XJ v/ * X XJ r • X 1 VJ • * +—> X VJ 


SEO.ID.NO.:389 

■J XJ ^J * x. 1 ^ » X V VJ ♦ • J \J J 


CLN00736483 

VJ XJ A ^ Xj \J / «J VJ T VJ J 


HG1014926 


SEO.ID.NO.:24 

fc-J X— / * X X_J » X ^ V-' • « XW F 


SEO.ID NO.-211 

U XJ V • AU • X * VJ * * Xw X X 




CLN00736483 

VJ XJ A ^ VJ \J # *J VJ 1 VJ 


HG1014927 

x x vj Jul r _s i 


SEO.ID NO.:25 

L/XVV ♦ X X^J * X * VJ • « Xj w 


SEO.ID NO.:212 

U XJ VJ • X JJ • J. 1 VJ • • Xv X 


SEOJD.NO.:390 

VJ XJ VJ * X XJ • A ^ VJ • • «J J V/ 


PLT00014330D05 contie a 

X XJ X VJ VJ VJ X 1 J J VJ XJ VJ J a Vj VJJ ill ( t-- > ■ CX 


HG 1014928 

x x vj x vj x r j jj vj 


SEO IDNO.:26 

Uj J, J • X » V^ » » V^ 


SEO.ID NO.:213 

W X-J ^J" * X J • X » V * • X bJ 




PLT00014330D05 contie b 

X XJ X VJ w w X 1 J «J V/ AJ vj J a VJ VJX u-_ • U 


HG1014929 

X X VJ X V/ X i J J 


SEO.ID NO.:27 

U .M ■ Vr • X X_^ v X 1 ft • »4-^ t 


SEO.ID.NO.:214 

U XJ • X * ^ • X ^ V • • X** X ■ 


SEO.ID.NO.:391 


PLT00014330D07 contie a 

x xj x VJ v vy x TmJ *J VJXJ VJ / • Vj VJX A LX • LX 


HG1014930 

X X VJ X Vj X I — ■ -J VJ 


SEO.ID NO. :28 


SE0.ID.NO..215 

p. r XJ • X X— J * X ^ V-^> * • xw X teJ 


SEO.ID.NO.:392 

4w_J 1 # VJ^ * A * 9 X « V— * * ' v« a i * 


CLN00736320 

vj X-/ x » vj vj / wJ \j — _^ r ■ vj 


HG1014931 

X X VJ 1 X V X • J J x 


SEO.ID.NO.:29 


SEO.ID.NO.:216 

* » J-/ • X ■ ■ ^ • X ' ^ • • X^ X VJ^ 




CLN00736320 

Vj * if X » XJT VJ 4 a/ X * V 


HG1014932 


SEOJD.NO.:30 


SEO.ID.NO.:217 


SEO.ID.NO. :393 


CLN00736408 

^— r * / A. i V^ V* m mm* VJ> 1 V-* V— ' 


HG1014933 

x x ^ * x vj x i j 


SEOID.NO.:31 


SEQ.ID.NO.:218 




PLT00014330D12 contie b 


HG 1014934 

X X VJ X V»f X * J * 


SEO.ID.NO.:32 


SEQ.ID.NO.:219 


SEQ.ID.NO.:394 


PLT00014330D13 contie a 


HG1014935 

X X VJ x V X ■ J »J ~+ 


SEO.ID,NO.:33 


SEQ.ID.NO.:220 


SEQ.ID.NO.:395 


PLT00014330D15 contie a 

*■ ■ * >-» vj ^— * — ■— ■ i^j p \j" .i -A t^t-* a Xw' v— j x x ^ x ■ _ a \ ■— 


HG1014936 

X X VJ A V X ✓ J >J 


SEO.ID.NO.:34 

kj JJ— « >f ♦ X \ X ^ ■ • «J 1 


SEO.ID.NO.:221 

— - j^^f 9 ^^^^ * X * ^^^^ ^ ■ aw alv A 




PLT00014330D15xontie b 

A * » -*■ VJ VJ VJ X 4 a»J^ w> VJ J X ^J 7 * ^J V/ 11 LI 1«b- # vJ 


HG1014937 

X X VJ 1 V/ X ■ J — ' * 


SEO.ID.NO.:35 


SEQ.ID.NO.:222 


SEQ.ID.NO.:396 


PLT00014330D17.contie.a 


HG1014938 

X X VJ X Vf x ■ -*** 


SEO.ID.NO.:36 


SEQ.ID.NO.:223 


SEQ.ID.NO.:397 


PLT000 1 43 3 0E04. conti e.a 


HG1014939 

X X . J X VJ A ■ ^ 


SEQ.ID.NO.:37 


SEQ.ID.NO.:224 


SEQ.ID.NO.:398 


PLT000 1 43 3 0E 1 4. contig. a 


HG 101 4940 

X X ^^J X \J X ■ J * VJ 


SEQ.ID.NO.:38 


SEQ.ID.NO.:225 




PLT00014330E14.contig.b 


HG1014941 

X X VX A VJ A • -"^ ■ * 


SEQ.ID.NO.:39 


SEQ.ID.NO.:226 


SEQ.ID.NO.:399 


PLT00014330E24.contig.a 


HG1014942 

X X VJ X VJ x » • ™* 


SEO.ID.NO.:40 


SEQ.ID.NO.:227 




PLT00014330E24.contie.b 


HG 10 14943 


SEQ.ID.NO.:41 


SEQ.ID.NO.:228 


SEQ.ID.NO.-.400 


PLT00014330F01xontig.a 


HG1 014944 


SEQ.ID.NO.:42 


SEQ.ID.NO.:229 


SEQ.ID.NO.r401 


PLT00014330F03.contig.a 


HG 101 4945 


SEQ.ID.NO.:43 


SEQ.ID.NO.:230 




PLT00014330F03.contig.b 


HG 10 14946 


SEQ.ID.NO.:44 


SEQ.ID.NO.:231 


SEQ.ID.NO.:402 


CLN00736568 


HG1014947 


SEQ.ID.NO.:45 


SEQ.ID.NO.:232 




PLT00014330F04.contig.b 


HG 10 14948 


SEQ.ID.NO.:46 


SEQ.ID.NO.:233 


SEQ.ID.NO.:403 


PLT000 1 433 0F05 .contig. a 


HG 1014949 


SEQ.ID.NO.:47 


SEQJD.NO.:234 


SEQ.ID.NO.:404 


PLT000 1 433 OF 1 3xontig.a 


HG1014950 


SEQ.ID.NO.:48 


SEQ.ID.NO.:235 


SEQ.ID.NO.:405 


PLT00014330G21.contig.a 


HG1014951 


SEQ.ID.NO.:49 


SEQ.ID.NO.:236 




PLT000 1 43 3 0G2 1 . conti g. b 


HG1014952 


SEQ.ID.NO.:50 


SEQ.ID.NO.:237 




PLT00014330H05.contig.b 


HG1014953 


SEQJD.NO.:51 


SEQ.ID.NO.:238 


SEQJD.NO.:406 


PLT00014330H06.contig.a 
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FPID 


SEQ.ID.NO. (Nl) 


SEQ.ID.NO. (PI) 


SEQ.ID.NO. (NO) 


Clone ID 


HG 1014954 


SEQ.ID.NO. 


:52 


SEQ.ID.NO.:239 


SEQ.ID.NO.:407 


CLN00736486 


HG1014955 


SEQ.ID.NO.: 


:53 


SEQ.ID.NO.:240 




PLT00014330H12.contig.b 


HG1014956 


SEQ.ID.NO. 


:54 


SEQ.ID.NO.:241 


SEQ.ID.NO. :408 


PLT00014330H14.contig.a 


HG 1014957 


SEQ.ID.NO. 


.55 


SEQ.ID.NO.:242 




PLT00014330H14.contig.b 


HG1014958 


SEQ.ID.NO. 


:56 


SEQ.ID.NO.:243 


SEQ.ID.NO.:409 


CLN00736439 


HG1014959 


SEQ.ID.NO. 


:57 


SEQ,ID.NO.:244 




PLT00014330H18.contig.b 


HG1014960 


SEQ.ID.NO. 


:58 


SEQ.ID.NO.:245 


SEQ.ID.NO.:410 


PLT00014330I1 l.contig.a 


HG1014961 


SEQ.ID.NO. 


:59 


SEQ.ID.NO.:246 


SEQ.ID.NO. :4 11 


PLT000 1 43 3 01 1 2. contig.a 


HG1014962 


SEQ.ID.NO. 


:60 


SEQ.ID.NO.:247 




PLT000 1 43 3 01 1 2. conti g. b 


HG1014963 


SEQ.ID.NO. 


:6I 


SEQ.ID.NO.:248 


SEQ.ID.NO.:412 


PLT000 1 43 3 01 1 3 . conti g. a 


HG1014964 


SEQ.ID.NO. 


:62 


SEQ.ID.NO.:249 




PLT000 1 43 3 01 1 3 . conti g.b 


HG 1014965 


SEQ.ID.NO. 


:63 


SEQ.ID.NO.:250 


SEQ.ID.NO.:413 


PLT00014330J10.contig.a 


HG1014966 


SEQ.ID.NO. 


:64 


SEQ.ID.NO.:251 




PLT000 1 43 30 J 1 0.contig.b 


HG1014967 


SEQ.ID.NO. 


:65 


SEQ.ID.NO.:252 


SEQ.ID.NO.:414 


PLT000 1 43 30 J 1 4. contig. a 


HG1014968 


SEQ.ID.NO. 


:66 


SEQ.ID.NO.:253 




PLT000 1 43 30J 1 4.contig.b 


HG1014969 


SEQ.ID.NO. 


:67 


SEQ.ID.NO.:254 


SEQ.ID.NO.:415 


PLT00014330J15.contig.a 


HG1014970 


SEQ.ID.NO. 


:68 


SEQ.ID.NO.:255 


SEQ.ID.NO.:416 


PLT00014330J21 .contig.a 


HG1014971 


SEQ.ID.NO. 


:69 


SEQ.ID.NO.:256 




PLT00014330J21.contig.b 


HG 1014972 


SEQ.ID.NO. 


:70 


SEQ.ID.NO.:257 


SEQ.ID.NO.:417 


PLT0001 4330K0 1 .contig.a 


HG 10 14973 


SEQ.ID.NO. 


:71 


SEQ.ID.NO.:258 


SEQ.ID.NO. :4 18 


PLT00014330K08xontig.a 


HG1014974 


SEQ.ID.NO. 


:72 


SEQ.ID.NO.:259 




PLT00014330K08.contig.b 


HG 10 14975 


SEQ.ID.NO. 


:73 


SEQ.ID.NO.:260 


SEQ.ID.NO.:419 


CLN00736375 


HG1014976 


SEQ.ID.NO. 


:74 


SEQ.ID.NO.:261 




PLT000 1 4330K09xontig.b 


HG1014977 


SEQ.ID.NO. 


:75 


SEQ.ID.NO.:262 


SEQ.ID.NO. :420 


PLT00014330K15.contig.a 


HG1014978 


SEQ.ID.NO. 


:76 


SEQ.ID.NO.:263 




PLT00014330K15.contig.b 


HG1014979 


SEQ.ID.NO. 


:77 


SEQ.ID.NO.:264 


SEQ.ID.NO.:421 


PLT00014330K24.contig.a 


HG1014980 


SEQ.ID.NO. 


:78 


SEQ.ID.NO.:265 


SEQ.ID.NO.:422 


PLT000 1 4330L0 1 .contig. a 


HG1015004 


SEQ.ID.NO. 


:79 


SEQ.ID.NO.:266 


SEQ.ID.NO.:423 


PLT00014330L24.contig.a 


HG1014981 


SEQ.ID.NO. 


:80 


SEQ.ID.NO.:267 


SEQ.ID.NO. :424 


PLT000 1 43 3 0M02 . conti g. a 


HG1014982 


SEQ.ID.NO. 


:81 


SEQ.ID.NO.:268 




PLT000 1 43 3 0M02 . conti g.b 


HG1014983 


SEQ.ID.NO. 


82 


SEQ.ID.NO.:269 


SEQ.ID.NO. :425 


PLT0 00 1 43 3 0M08 . conti g. a 


HG1014984 


SEQ.ID.NO. 


:83 


SEQ.ID.NO.:270 




PLT00014330M08.contig.b 


HG1014985 


SEQ.ID.NO. 


84 


SEQ.ID.NO.:271 


SEQ.ID.NO. :426 


PLT00014330M15. contig.a 


HG1014986 


SEQ.ID.NO.: 


85 


SEQ.ID.NO.:272 


SEQ.ID.NO. :427 


PLT0001 4330M1 7.contig.a 


HG1014987 


SEQ.ID.NO. 


86 


SEQ.ID.NO.:273 




CLN00736332 


HG1014988 


SEQ.ID.NO. 


87 


SEQ.ID.NO.:274 


SEQ.ID.NO.:428 


PLT000 1 4330N 1 0.contig.a 


HG1014989 


SEQ.ID.NO. 


88 


SEQ.ID.NO.:275 




PLT000 1 4330N 1 0.contig.b 


HG1014990 


SEQ.ID.NO. 


89 


SEQ.ID.NO.:276 


SEQ.ID.NO.:429 


PLT00014330N12.contig.a 


HG1014991 


SEQ.ID.NO. 


90 


SEQ.ID.NO.:277 




PLT00014330N12.contig.b 


HG 1014992 


SEQ.ID.NO.. 


91 


SEQ.lD.NO.:278 


SEQ.ID.NO.:430 


CLN0073 65 12 


HG 1014993 


SEQ.ID.NO.: 


92 


SEQ.ID.NO.:279 




CLN00736512 


HG 1014994 


SEQ.ID.NO.: 


93 


SEQ.ID.NO.:280 


SEQ.ID.NO.:431 


PLT00014330N22.contig.a 


HG1014995 


SEQ.ID.NO.: 


94 


SEQ.ID.NO.:281 




PLT00014330N22.contig.b 


HG1014996 


SEQ.ID.NO.: 


95 


SEQ.ID.NO.:282 


SEQ.ID.NO.:432 


CLN00736478 


HG1014997 


SEQ.ID.NO.: 


96 


SEQ.ID.NO.:283 


SEQ.ID.NO.:433 


PLT000 1 4330O07.contig.a 


HG1014998 


SEQ.ID.NO.: 


97 


SEQ.ID.NO.:284 




PLT00014330O07.contig.b 


HG1015005 


SEQ.ID.NO.: 


98 


SEQ.ID.NO.:285 


SEQ.ID.NO.:434 


PLT000 1 43 3 00 1 8 .conti g. a 


HG1015006 


SEQ.ID.NO.: 


99 


SEQ.ID.NO.:286 




PLT000 1 43 3 00 1 8 . conti g. b 


HG1014999 


SEQ.ID.NO.: 


100 


SEQ.ID.NO.:287 


SEQ.ID.NO.:435 


PLT00014330P07.contig.a 


HG1015000 


SEQ.ID.NO.: 


101 


SEQ.ID.NO.:288 




PLT00014330P07.contig.b 


HG1015001 


SEQ.ID.NO.: 


102 


SEQ.ID.NO.:289 


SEQ.ID.NO.:436 


PLT00014330P09.contig.a 


HG1015002 


SEQ.ID.NO.: 


103 


SEQ.ID.NO.:290 




PLT00014330P09.contig.b 


HG1015003 


SEQ.ID.NO.: 


104 


SEQ.ID.NO.:291 


SEQ.ID.NO.:437 


PLT000 1 43 3 OP 1 5 . conti g. a 


HG1015007 


SEQ.ID.NO.: 


105 


SEQ.ID.NO.:292 


SEQ.ID.NO.:438 


CLN00736321 
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FP ID 


seq.id.no. nsn 


opn m TVT/^ /Tit \ 

oIL^.llJ.lNIJ. (Jrl) 




r^lrkTio TTX 


T T /~~^ 1 f \ 1 c A AQ 

HGl0l500o 


SEQ.ID.NO. 


:106 


o xi Q. 1JJ. IN \j, : ^dy3 




rJ_, 1 UUU 14333 AU3. COntlg.D 


HGI0l5uuy 


SEQ.ID.NO. 


:107 


c) Jiv^. l JJ. JN \J. : 29 4 


OCA 7C| ATA ./HQ 


r Ju I UUU I H j/vuo.contig.E 


tt/^ mi r A1 A 

HG101501U 


SEQ.ID.NO. 


:108 






x jL« i uuu i j j j/\uo.conttg. D 


T t/~i i m f A1 1 

HG1015011 


SEQ.ID.NO. 


:109 


o li Q. I!}. IN L>. : 2 9o 


OCA TTX XTA . /i /I A 

obl^. IN U. .44U 


PT TAAA1 Alll A A9 r-r\n+l ,-v o 
ri-rl UUUI 4333/iUo.COntlg.a 


HG1015012 


SEQ.ID.NO. 


:1 10 


bEQ.lD.NU.:297 


OCA TTX XT/X ./I /I 1 

bbQ. 1 b>. IN O. .44 1 


PT TAAA1 /1111 A 1 < _ ~„4-* _ _ 
r^L. 1 UUU 1 4333 A 1 DXODtlg.a 


HG1015013 


SEQ.ID.NO. 


-t i ■« 

: 1 1 1 


bbQ.lD.N O.:29o 




r^T XTAATl^KO^ 
^L»1N UU / 3 OOZD 


HG1015014 


SEQ.ID.NO. 


: 1 12 


bEQ.lD.NO.:299 


OCA TTX XTA 

bbQ. 1L). IN O. :44Z 


JrL, 1 UUUl4333AlO.COntlg.a 


HG1015015 


SEQ.ID.NO. 


: 1 13 


Ci T7 S~\ irv XT .OAA 

SbQ.lD.NO.ioOO 




pt Tnnm aiii a 1 /c -,^^+ ■ ,^ 
JrLl UUU14333Al0.C0ntlg.D 


HG1015016 


SEQ.ID.NO. 


:1 14 


C f~\ T T\ XT 1^1 ,OA1 

6bQ.lU.NU.:iUl 


OCA TTX XTA ./I A1 

DbQ. 1JL>. JNO. .443 


rL 1 UUU 14333oU3.COntlg.a 


HG1015017 


SEQ.ID.NO. 


:1 15 


Ct?A T TX XTl^l .1 A1 

SbQ.lD.JNL>.:302 




PT TAAAI A111T>f\1 ^ u 
rL 1 UUU1433313U3.COntlg.D 


TT/*I 1 /"\ 1 C f \ 1 O 

HG1015018 


SEQ.ID.NO. 


:1 16 


6Jbv-A3J.INU.:3U3 


OCA TTX XTA 'AAA 

obQ.IU.iN0..444 


rL 1 UUU 14333JtJUD.COntlg.a 


HG 10 15019 


SEQ.ID.NO. 


:1 17 


CTA 7 TX XT .OA,/) 

ofcv-^-^^- : 3^4 




rL 1 UUU14333Jt>UJ.COntIg.D 


HG 1015020 


SEQ.ID.NO. 


: 1 IS 


OC A T1X XIA .'iAC 

oBQ.JD.NL).:305 


OCA TTX XTA .A AC 

obQ.lL/.INO.:44D 


"DT T'AAAI /H11T>1 C +i ^_ « 

rLI UUU 1433313 ID. contlg.a 


HG1015021 


SEQ.ID.NO. 


:1 19 


OTJ/^v TTX XT/X . O AiC 

SEQ.ID.NO. :306 


OCA TTX XTA .A AC 

bbQ.lL). IN O..44o 


"DT T'AAAI /ilUDn ^ ^„ j • ^ „ 

rbl UUU 1433313 1 /.COntlg.a 


HG1015022 


SEQ.ID.NO. 


:120 


on A T TX xt/^\ .om 

LbbQ.JD.NU.:3U/ 




L^LIN UU / 3 044U 


HG1015023 


SEQ.ID.NO. 


:121 


O T~? TTX XT/X AO 

bEQ.lD.NU..30o 


O C A T TX XT A . A A *7 

obQ.lL>.NO.:44/ 


rLI UUU14333<wUZ.COntig.a 


HG1015024 


SEQ.ID.NO. 


:122 


OTA TTX XT/X . 1 AA 

SEQ.ID.NO. :309 




"DT TAAA1 /UllAftO _ _ .^-4.; _ i 

rLI UUU 143 33 L.U2.contlg.b 


T Y *'""X i A t C 

HG1015025 


SEQ.ID.NO. 


:123 


CIT^/X TTX XlrfX 1 1 A 

SEQ.ID.NO. :3 10 


OC/X TTX XTA . A AO 

SEQ.ID.NO. :44o 


TIT T'AAAI /toiin A „ ^ 4.' ^ _ 

rLI UUU14333L,lU.contig.a 


HG 1015026 


SEQ.ID.NO. 


:124 


OCA TTX XT/X .O 1 1 

IbhQ.lD.NvJ.:3 1 1 




"DT TAAAI /1 1 O 1 A 1 A ^ ^„4-," „ i_ 

rLI UUU 14333L. lU.contig.b 


HG1015027 


SEQ.ID.NO. 


:125 


O T~7 ^X TTX XT#X .010 

bbQ.lD.NU.:3Iz 


OCA TTX XTA • A A(\ 

o c,Kl . 1 u. IN O. : 44y 


TJT TAAAI A111 AT ^.^.^4-1 ^ ^ 

rLI UUU14333L,lD.COntig.a 


HG1015028 


SEQ.ID.NO. 


■m j0- 

:126 


OT?/*^ TTX XT/X 

bEQ.ID.NU.:3 13 




r>T TAAA1 /} Q O O A T /C ^^_»+^^» l_ 

rL 1 UUU 14333C lo.contig.b 


HG 10 15029 


SEQ.ID.NO. 


:127 


CEA TTX MA .'11/1 

oxiQ.llJ.rN(_/.:3 14 


OCA T1X XTA -A <f\ 


nr TAAA1 /H11PT1 „ 

rLI UUU 14333L-Z1 .COntlg.a 


HG1015030 


SEQ.ID.NO. 


•128 


CCA TTX XT A .IK 

bbQ. JJJ.IN L). :3 1 j» 




PT TAAA1 /I111P11 _.^_ + ' ^, i_ 

rLI UUU14333LZl.COntlg.D 


HG1015031 


SEQ.ID.NO. 


:129 


O C A I TX XT A .11 £ 

obQ.lLi.INiJ.:3 io 


OCA TTX XT/X ./I C1 


PT TAAAI /I1 1 1 AO /I ^. „ 

rLI UUU 14333L.Z4.COTltlg.a 


HG1015032 

— „ — i 


SEQ.ID.NO. 


:130 


OCA TTX XT A .in 

obQ.lD.INU.:3 1 / 




"DT TAAAI /1 1 1 1 AO /I ~ „ i_ 

rLI UUU 14333L.z4.COntlg.b 


HG1015033 


SEQ.ID.NO. 


,131 


OCA TTX XTA .11 O 

SbQ.ID.JNU.:3 1 o 


OCA TTX XTA ./I CI 


DT TAAAI /I111AAT j. * _ 

rLI UUU14333UU /.COntlg.a 


T t i — ^ i r\ i c f\1 A 

HG1015034 


SEQ.ID.NO. 


132 


OCA TTX XTA .1 1 A 

bbQ.ID.JNU.:3 ly 




PT TAAAI /IQIITXAO" ^, ~ u 

rLI UUU 143 33 UU /.COntlg.b 


HG1015035 


SEQ.ID.NO. 


133 


OC/^k TTX XTA ,nA 

SbQ.ID.NU.:320 


OCA TTX XTA - A CI 

obQ.lU.NO.:4D3 


"DT TAAA1 /lOTI TX 1 C 4.; _ _ 

rLI UUU14333D15. contig.a 


HG1015036 


SEQ.ID.NO.: 


134 


firjA TTX XT/X ,111 

SEQ.ID.NO. :321 




AT XTAAOl £11 OC 

CLNUU/3o3oj 


HG1015037 


SEQ.ID.NO.: 


135 


oca in xta .no 
bbQ.iiJ.NO.:3zz 


OCA TTX XT/X - A CA 

obQ.lD, NO. :4j4 


C-LNUU /3ddo 1 


HG101503S 


SEQ.ID.NO.: 


136 


OCA TTX XTA .Oil 

6bQ.IL).NO.:3z3 




PT XTAA*7Q £CA 1 

CLINUU /3oj0 1 


HG 1 015039 


SEQ.ID.NO.: 


137 


O C A T TX XT A ,00/1 

obQ.lD.INO.:3z4 


OCA TTX XTA • A Cc 

bbi^. 1 u. IN O. . H-DD 


PT TAAAI /1 1 1 1 C A /T ~ „ 

rLI UUU 1 43 33bU4. COntlg.a 


HG 1015040 


SEQ.ID.NO.: 


138 


OTJA TTX XI a .nc 

obQJJJ.JN0..3zZ> 


OCA TTX XT/X ■ /1 's 
o li Vjl . 1 JJ . IN U . . 4 D 0 


pt taaai /iiiiijn*; ^_ „ 
rLI UUU 1 4333LU3. contig.a 


T T 1 A1 C A/1 1 

HG1015041 


SEQ.ID.NO.: 


139 


OCA TTX XTA .lOA 

obQ.lu.iNO.:3zo 




rLI UUU14333LUD.COntlg.D 


t t a i a 1 rA^i 

HG1015042 


SEQ.ID.NO.: 


140 


OCA 1TX XTA .in 

obQ.llJ.lN0..3z / 


OCA TTX XTA .AC^7 

obV^.lU.INLJ..4D / 


rL 1 uuu 14.3 j je, 14. contig.a 


HG 1015043 


SEQ.ID.NO.: 


I4l 


OCA TT\ XIA .lOO 

ibbQ.lL).INU.:3zo 




PT TAAAI /I111XJ1 A U 
rL 1 UUU 14333b 1 4.COntlg.D 


HG1015086 


SEQ.ID.NO.: 


142 


OCA TTX XTA .no 

obQ.iU.INO.:3zy 


OCrX TTX XT/X ./l^Q 

o ri 0 . 1 U . IN kj . . 4 D o 


rL 1 uuu 1403 jL 1 d. contig.a 


HG1015087 


SEQ.ID.NO.: 


143 


OCA TA XTA '11 A 

bbQ.llJ.lN0..33U 




PT TAAA 1 Amp 1 ^ i-rtvi+ior K 
rLI UUU 143 D JHO.COntlg.D 


HG1015044 


SEQ.ID.NO.: 


1 A A 

144 


OCA TTX XTA .HI 

obQ. ID. JNU.. 33 1 


OCA TTX TvTn 
otil^.ll-/.lN\J. .4Dy 


rL 1 uuu 1 'to d jj-LZ4.contig. o 


HG 101 5045 


SEQ.ID.NO.: 


145 


OCA in X7A .110 

£>bQ.IiJ.iNO.:33z 


CDA TTX XT/X -/I <<A 


pt Tnnm AiiiT?ni n 
rLi uuui4333ru/. contig.a 


t t/^ i r\ 1 c r\A /l 

HG1 015046 


SEQ.ID.NO.: 


146 


OCA TTX XIA »111 

obQ.lL/. IN O.. 333 


OCA TTX XT/X •/! 1 
obi^/.l-L/.INC. .401 


PT TAnmilllnAI ^^-n+irr a 

rL j uw i^tj j juu 1 .conng.a 


i t a i a i c r\A , ~i 

HG1015047 


SEQ.ID.NO: 


3 47 


OCA TTX XTA 

obV^. J IN IJ. . 33 4 


OCA TTX XTA ./l^O 


PT TAAAI A^l^AO') r»rvrvH*rr 0 

ri^j uuu 1 ^.5.5 3 vjuz.conug. a 


tt a i /-v 1 r A/1 o 

JnU10J-)U4o 


SEQ.ID.NO.: 


148 


CCA TTX XTA .llC 




PT TAAAI As^nAO r-Anticr T» 

r jl, 1 uuu 1 ho j jvjuz.coniig. d 




SEQ.ID.NO.: 


149 


OCA TTX XJA .11(C 


cpn TTX xja /^a 


PT TAAAI A*QanAQ rr^ri tier a 


npi A1 cAOn 


SEQ.ID.NO.: 


1 CA 

150 


OCA TTX XTA .in 
oxi^.JJ-J.lNvJ.. J j / 




PT TAAA1 A'l llAnQ rAntia h 


npi A1 <A/tO 


ftrjA m via 

SEQ.ID.NO.: 


I5l 


OCA TTX XJA .no 


CCA TTX xjo -A&A 


PT TAAAI -d^^^T-n 1 rAriTicy a 




o Jti v • 1 J-^ • I s * ^ • ♦ 


1 ^9 
1 


OCA TTX XTA .11Q 


OCA TTX XJO "AaS 


PT T0AA1 A a s^T41 S rAnticr n 


HOI 01 ^OS 1 
nvj iui juj * 


SEQ.ID.NO.: 


153 


SEO ID NO -340 




PLT00014333H15 contie b 


HG1015052 


SEQ.ID.NO.: 


154 


SEQ.ID.NO.:341 


SEQ.ID.NO.:466 


PLT0001 43331 lSxontig.a 


HG 1015053 


SEQ.ID.NO.: 


155 


SEQ.ID.NO.:342 




PLT00014333I18.contig.b 


HG 1015054 


SEQ.ID.NO.: 


156 


SEQ.ID.NO.r343 


SEQ.ID.NO..-467 


PLT00014333I22.contig.a 


HG1015055 


SEQ.ID.NO.: 


157 


SEQ.ID.NO..-344 




PLT0001 4333122. contig.b 


HG1015056 


SEQ.ID.NO.: 


158 


SEQ.ID.NO.:345 


SEQ.ID.NO.:468 


PLT000 1 4333 JO 1 .contig.a 


HG1015057 


SEQ.ID.NO.: 


159 


SEQ.ID.NO.:346 




PLT000 143 33 JO 1. contig.b 
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F M JUL* 


SEO.ID.NO. (Nl) 


SEQ.ID.NO. (PI) 


SEQ.ID.NO. (NO) 


Clone ID 


HG1015058 


SEQ.ID.NO.:160 


SEQ.ID.NO.:347 


SEQ.ID.NO. :469 


PLTOOO 14333 J 13.contig.a 


HG1015059 

X x,VJ 1 v u *s *s 


SEQ.ID.NO.: 161 


SEQ.ID.NO.:348 




PLT00014333J13.contig.b 


HG1015060 


SEQ.ID.NO.:162 


SEQ.ID.NO.:349 


SEQ.ID.NO.:470 


PLT00014333J15xontig.a 


HG1015061 


SEO.ID.NO.: 163 


SEQ.ID.NO.:350 




PLT00014333J15.contig.b 


HG1015062 


SEQ.ID.NO.: 164 


SEQ.ID.NO.:351 


SEQ.ID.NO.:471 


PLT000 1 4333 J 1 7.contig.a 


HG10 15063 


SEQID.NO.: 165 


SEQ.ID.NO.:352 


SEQ.ID.NO.:472 


PLT00014333J23.contig.a 


HG 101 5064 


SEQ.ID.NO.:l 66 


SEQ.ID.NO.:353 




PLT0O0 1 43 3 3 J23 . contig.b 


HG1015065 


SEQ.ID.NO.:167 


SEQ.ID.NO.:354 


SEQ.ID.NO.:473 


PLT00014333K04.contig.a 


HG1015066 


SEQ.ID.NO.:168 


SEQ.ID.NO.:355 




PLT000 1 4333K04.contig.b 


HG1015067 


SEQ.ID.NO.:169 


SEQ.ID.NO.:356 


SEQJD.NO.:474 


CLN00625950 
CLN00625952 

CLN00625984 
CLN00625986 
CLN00626567 
CLN00626569 
CLN00626571 
CLN00626573 


HG1015068 


SEQ.ID.NO.:170 


SEQ.ID.NO.:357 




CLN00625950 
CLN00625952 

CJLINUUDZDyDO 

v^ J-/1 N \J \J \J Z. J y O Hr 
\_-< -1— 'IN WUAiJ .5* O \J 

CLN00626567 

V/ iwl l v>* V>* \j? X-rf V/ wJ VJ 7 / 

CLN00626569 

.1 *4- » V/ VJ* XJJ X^ VJ/ ^J VJ 7 

CLN00626571 
CLN00626573 


HG1015069 


SEQ.ID.NO.:171 


SEQ.ID.NO.:358 


SEQ.ID.NO.:475 


PLT00014333L13.contig.b 


HG1015070 


SEQ.ID.NO.:172 


SEQ.ID.NO.:359 


SEQ.ID.NO.:476 


PLT00014333M01 .contig.a 


HG1015071 


SEQ.ID.NO.:173 


SEQ.1D.NO.:360 




PLT00014333M01. contig.b 


HG1015072 


SEO.ID.NO.:174 


SEQ.ID.NO.:361 


SEQ.ID.NO. :477 


PLT000 1 43 3 3 M02 . contig. a 


HG1015073 


SEO.ID.NO.: 175 


SEQ.ID.NO.-.362 




PLT00014333M02.contig.b 


HG1015074 


SEQ.ID.NO.:176 


SEQ.ID.NO.:363 


SEQ.ID.NO.:478 


CLN00736352 


HG1015075 


SEQ.ID.NO.:177 


SEQ.ID.NO.:364 




CLN00736352 


HG1015076 

X X V-J* X vj X \J i V/ 


SEQ.ID.NO.:178 


SEQ.ID.NO.:365 


SEQ.ID.NO.:479 


PLTOOO 1 43 3 3 M 1 5 .contig. a 


HG1015077 


SEQ.ID.NO.:179 


SEQ.ID.NO.:366 




PLT00014333M15.contig.b 

*^-j 


HG1015078 

X X X w A **✓ \S f VJ 


SEQ.ID.NO.:180 


SEQ.ID.NO.:367 


SEQ.ID.NO.:480 


PLT00014333N05.contig.a 


HG1015079 


SEQ.ID.NO.: 181 


SEQ.ID.NO.:368 




PLT00014333N05.contig.b 


HG1015080 


SEQ.ID.NO.:182 


SEQ.ID.NO.:369 


SEQ.ID.NO. :481 


PLT00014333N1 l.contig.a 


HG1015081 


SEQ.ID.NO.:183 


SEQ.ID.NO.:370 




PLTOOO 14333N1 Lcontig.b 


HG1015082 


SEQ.ID.NO.:184 


SEQ.ID.NO.:371 


SEQ.ID.NO.:482 


PLT00014333O03.contig.a 


HG1015083 


SEQ.ID.NO.:185 


SEQ.ID.NO.:372 




PLTOOO 1 43 3 3 O03 .contig.b 


HG1015084 


SEQ.ID.NO.:186 


SEQ.ID.NO.:373 


SEQ.lD.NO.:483 


PLT00014333O10.contig.a 


HG1015085 


SEQ.ID.NO.: 187 


SEQ.ID.NO.:374 


SEQ.ID.NO.-.484 


PLT00014333O17.contig.a 
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